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In India, ND is an economically important and endemic poultry
disease. ND ismostly fatal in infected ﬂocks and the currently avail-
able vaccines are ineffective. It is caused byNewcastle disease virus
(NDV) belonging to family Paramyxoviridae. NDV is an enveloped
virus carrying a negative-sense, single-stranded RNA genome with
six genes arranged in tandem coding for six structural proteins:
nucleocapsid (NP) protein, phosphoprotein (P), matrix (M) protein,
fusion (F) protein, hemagglutinin-neuraminidase (HN) protein and
large polymerase (L) protein. Additionally NDV expresses two non-
structural (NS) proteins, V and W, by co-transcriptional (mRNA)
editing of P gene via polymerase stutteringmechanism. Insertion of
a single, non-templated G residue results in V protein and insertion
of two G residues leads to W protein. These two NS proteins share
common N-terminal with P protein and vary at their C-terminal.
The NS proteins are not packaged in the virion but expressed only
when the virus is actively replicating in the host. While the role
of V protein has been extensively studied and reported to be anti-
interferon, the function of W protein remains elusive. Our current
study is attempted to answer the following questions: Could W
mRNA and/or W protein be key factor(s) for viral replication and
transcription and/or help evade host immune response?
Methods & Materials: We performed sequence analysis of W
protein by bioinformatics.We conducted localization andmutation
studies on W protein.
Results: Our preliminary study on sequence analyses of W pro-
tein revealed a stretch of basic amino acid residues in theC terminal
indicating probable nuclear localizing signal. Our subcellular local-
ization studies conﬁrmed localization of P andV in cytoplasmwhile
Wprotein predominantly localized in nucleus. Bymutation studies
we have identiﬁed the amino acid residues responsible for nuclear
localization of W protein.
Vero cells were transfected with HA tagged W, a nonstruc-
tural protein of Newcastle Disease Virus. Cells were ﬁxed and
permeabilized 1 day later. Confocal image here shows the
nuclear localization of W. Nuclei are stained with DAPI in blue.
Vero cellswere transfectedwithHA taggedV, anonstructural
protein of Newcastle Disease Virus. Cells were ﬁxed and perme-
abilized 1 day later. Confocal image here shows the expression
of V in cytoplasm. Nuclei are stained with DAPI in blue.
Alignment of aminoacid sequence at the C-terminal domain
ofWprotein showing the basic amino acid rich residues (Bolded
and underlined) as the probable the nuclear localizing signal.
Conclusion: The stretch of basic aminoacid residues at the C
terminal region of W protein is important for its localization into
the nucleus. Our future direction is towards understanding the role
of W protein in the nucleus.
http://dx.doi.org/10.1016/j.ijid.2016.02.730
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Background: Community-Acquired S aureus (CA-Sa) resis-
tance are changing in the last ten years in Argentina, increasing
methicillin-resistant S aureus (MRSA) strains. First case in our
neonatal unit was diagnosed in 2006. The objective was analyze
clinical, epidemiological, microbiological and outcome features of
neonates with CA-Sa infection
Methods & Materials: Prospective observational study. We
included previously healthy patients (p) ≤ 30 days of age admit-
ted in the neonatal unit with CA-Sa infection from 2006 to 2014.
We deﬁned CA-Sa infection based on CDC guidelines.
Results:We included 37 healthy neonateswith CA-Sa infection.
Twenty nine (78%) were born by vaginal labor. Mean gestational
age was 39 weeks (r: 35-41), weight 3279 grams (r: 2500-4450).
Patients had less than 3 birth hospital days in 95% of cases. Con-
tact with parental soft tissue infections were present in 38%, 65%
of them were associated with maternal forunculosis. Nineteen p
(51%) were female. Mean age at admission was 18 days (r: 4-30).
Thirty four p (92%) had skin and soft tissue involved at admis-
sion, with celulitis, bullous impetigo, pustulosis, chest, facial/neck,
inguinal and goin abscesses and mastitis. Fifteen p (40%) also had
invasive disease: sepsis, omphalitis, osteoarthritis, orbital cellulitis,
cerebral abscess, meningitis, liver abscess and necrotizing pneu-
monia. Only 3p with invasive disease (osteoarthritis: 1p, otitis:1p
and pleuropulmonar infection: 1p) didn’t have skin and soft tissue
manifestation at admission. Positive culture was obtained in 33p
(89%) frompurulent effusion, and 4 (11%) from blood culture alone.
Between 37 CA-Sa infections, 27 (72%) were MRSA and 11% were
clindamycin resistant too. All patients were treated with antibi-
otics and in 24p (65%) surgical drainagewas performed. Thirty four
17th International Congress on Infectious Diseases / International Journal of Infectious Diseases 45S (2016) 1–477 339
p (92%) received sequential parenteral –oral treatmentwith amean
duration of 21 days (r: 1-60d). Median hospital stay was 12 days
(r: 4-60). One patient (2, 7%) died because of sepsis and necrotizing
pneumonia.
Conclusion: Epidemiology of CA-Sa infection is changing in the
newborn periodwith increasing CA-MRSA strains in the last 8 years
in Argentina. We have to consider it for the empirical antibiotic
treatment especially in those p coming from the community with
skin and soft tissue infection.
http://dx.doi.org/10.1016/j.ijid.2016.02.731
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Background: Interferon-gamma release assays like the
QuantiFERON-TB Gold In-tube test(QFT) that measure immune
response to M.tuberculosis antigens have advantages over the tra-
ditional tuberculin skin test(TST) that gives false-positive results
in BCG-vaccinated children due to common antigens in BCG and
tuberculin, and false-negative results in malnourished children
due to anergy. This prospective study was done to compare the
efﬁcacy of the QFT versus the TST in diagnosing tuberculosis(TB)
in children with a high incidence of malnutrition.
Methods&Materials: All children aged 1 to 15 years presenting
to the Department of Pediatrics, Christian Medical College, Vellore
from February 2010 to April 2011 with suspected TB had TST and
QFT tests and AFB cultures done, and other tests as indicated. Study
children were classiﬁed into one of three WHO-deﬁned groups,
namely conﬁrmed TB, clinically diagnosed TB or not TB.
Results: 88 childrenwith suspected tuberculosiswere recruited
into the study. 88/89 (99%) were BCG-vaccinated. 66.2% of study
children were malnourished, with one-third having weights less
than 70% expected for age. 24 children had WHO-deﬁned tubercu-
losis, including 7 conﬁrmed TB. TST was positive >/ =10 mm in 17
childrenwhileQFTwaspositive in 21 childrenwith6being indeter-
minate. TST and QFT concordance in 80 evaluable childrenwas 79%
overall (kappa 0.430), 57% in those with culture-conﬁrmed TB, 64%
in thosewith clinical TB and85% in thosewithout TB. All TST+ /QFT-
discordant results were seen in children without TB. Among 8 chil-
dren with QFT+ /TST- discordant results, 4 had WHO-deﬁned TB
including 3 culture-conﬁrmed.
Sensitivity of QFT vs. TST was 69.6% vs 52.9% for WHO-deﬁned
(conﬁrmed and clinical) TB, with speciﬁcity 86% vs 78.3%, positive
predictive value 67% vs 38%, and negative predictive value 88% vs
87% respectively. These differences between tests were not statis-
tically signiﬁcant. There was a signiﬁcant association of negative
TSTs with malnutrition less than 70% of expected weight for age
(p=0.05) that was not seen with negative QFTs (p =0.48).
Conclusion: The QFT performed better than the TST in
BCG-vaccinated children. Its signiﬁcantly better performance in
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Etiology of acute respiratory infections in
infants: A prospective birth cohort study
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Background: Acute respiratory infections (ARI) is continue tobe
the leading cause of mortality and morbidity in under ﬁve children
from infectious diseases worldwide. There are paucity of studies
on etiology of ARI in infants from developing countries. Our aims of
this study are to document incidence and etiology of ARI in infants,
their seasonal variability and association of clinical proﬁle with the
etiology.
Methods & Materials: A cohort of newborns (310) were
followed for the ﬁrst year of life; for each episode of ARI, nasopha-
ryngeal aspirateswere collected and tested for viruswithmultiplex
real time PCR assay. For lower respiratory infections (LRTI) addi-
tionally blood culture, serum procalcitonin, serum antibodies to
Mycoplasma and Chlamydia and urinary Streptococcal pneumoniae
antigen were also assayed.
Results: A total of 503 ARI episodes were documented at inci-
dence rate of 1.8 episodes per infant per year. Of these samples
were processed in 395 episodes (URTI: 377& LRTI: 18). One ormore
virusesweredetected in250 (63.3%) episodes andviral coinfections
in72 (18.2%). Rhinovirus (RV)was the commonest virus [105 (42%)]
followed by Respiratory syncytial virus (RSV) [50 (20%)], Parain-
ﬂuenza [42 (16.8%)] and Corona virus [44 (17.6%)]. In LRTIs viruses
were detected in 12 (66.7%), bacterial infections in 17 (94.4%) and
mixed bacterial–viral infection in 8 (44.4%) episodes. Maximum
incidences of most viruses were during month of February- March
and September- November. There was no signiﬁcant difference in
symptom duration with virus types.
